Diallel analysis in Rapeseed (Brassica napus L.) was carried out during 2011-2012 at The University of Agriculture, Peshawar to estimate the pattern of inheritance and heritability for important traits. During 2010-2011 four contrasting genotypes of Brassica napus. viz. G2, G4, G6 and G9 were crossed in a diallel manner and in the following season (2011)(2012) all the F 1 hybrids along with parents were evaluated under field condition in a randomized complete block design. Highly significant (P ≤ 0.01) differences were observed for plant height, primary branches plant , pods plant -1 , weight of 1000 seed, seed weight plant -1 . Additive-dominance model was fully adequate for plant height, primary branches plant -1 , pods plant -1 , seeds pod -1 , whereas for the rest of the traits it was partially adequate. Diallel analysis showed significant additive (a) and dominance (b) variances for all parameters. Genetic parameters estimation showed significant and higher magnitude of dominance component for all the studied traits. Graphical analysis showed overdominance for all of the parameters. The value of average degree of dominance for plant height (1.858), primary branches plant -1 (4.355), pods plant -1 (3.704), seeds pod -1 (2.417), 1000 seed weight (3.995) and seed weight plant -1 (1.852) also indicated the presence of overdominance gene action controlling these yield attributes, as it was greater than one. Low narrow (0.16-0.31) and broad (0.81-0.96) sense heritabilities were estimated for all the studied parameters, suggesting the low value of additive gene action and genetic potential for the improvement of such traits through selection in later generations.
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Introduction
In Pakistan, shortage of edible oil is a great problem for many years due to the absence of high yielding varieties. Local production fulfill only 23% needs while the rest is imported from foreign countries [1] . This dependency on foreign import is increasing by 5% each year due to increase in population and per capita consumption as the standard of living rises [2] . Pakistan has made tremendous progress in many field crops such as wheat, cotton, etc, but not such satisfactory progress has been achieved in oil crops, as our country is facing a leviathan problem of edible oil shortage. The basic aim of all oil breeding programme is to boost yield in terms of oil Valuable decisions should be taken to enhance the yielding tendency of oilseeds crops by using genetically manipulated cultivars through intensive and extensive agriculture. Considering the edible oil problems and needs, improvement and breeding requires serious work. The use of oilseed crops belonging to genus Brassica can play a significant role in fulfilling the production gap. (G9 × G2, G2 × G9, G6 × G2,  G2 × G6, G4 × G2, G2 × G4, G9 × G6, G6 × G9, G9  × G4, G4 × G9, G6 × G4, G4 × G6) along with four  parents (G2, G4 (Fig-2) was observed, which indicated overdominance gene action and in this case H 1 was also greater than D which supports overdominance. Low narrow sense heritability (0.19) and high (0.91) broad sense heritability ( (Fig-3) was observed, which showed overdominance gene action and in this case H 1 (437368.60) was also greater than D (31886.36) which supports overdominance. Lower narrow sense heritability (0.31) and high (0.93) broad sense heritability ( As genotypic mean square was highly significant (Table-1), so diallel analysis was carried out seeds pod -1 . As a result 'a' (12.0) and 'b' (14.92) were found highly significant for seeds pod -1 (Table- (Fig-4) 
Seed weight
Genotypic mean square was highly significant (Table-1) for 1000-seed weight therefore, diallel analysis was carried out. As a result 'a' (4.30) and 'b' (7.80) were found significant and highly significant for 1000 seeds weight (Table-2 To prove the additive-dominance model to be adequate two tests were used. Uniformity of Wr and Vr invalidated the additive-dominance model but the result of regression analysis suggested this model to be adequate, so we considered it partially adequate (Table-3) . Estimates of genetic components are given in table-4. The D component value (0.11) was found nonsignificant and H component value was found -1 showing the greater proportion of genetic variation was of dominance nature. Rao and Gulati [10] reported medium to low narrow sense heritability for seed weight plant -1 . Tahir et al.
[24] also found high broad sense heritability for this trait in canola. Conclusion Among parental genotypes, G6 excelled for yield and yield contributing traits whereas among F1 hybrids, performance of G4 × G6, G6 × G4 and G6 × G9, G9 × G6 were superior then rest of the crosses. Diallel analysis showed that both additive (a) and dominance (b) components were significant for all of the studied parameters. Non-significant values for both 'c' and 'd' components revealed maternal effect and reciprocal effect respectively. From graphical analysis, overdominance type of gene action was observed for all the traits. High narrow and broad sense heritabilities were estimated for pod length, which shows the presence of additive gene action, whereas, low narrow sense and high broad sense heritability was estimated for the rest of the traits, showing the presence of dominance gene action for these traits. The information obtained from the present study could be used to develop desirable line.
